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Introduction


The thesis under review represents an attempt to understand the variation of agamospermous dandelions, either isolated from, or sympatric with their sexual relatives. Two basic approaches were used, i.e. the analysis of genetic variation of a selection of agamospermous morphologically defined entities, and secondly, the analysis of genetic variation of sympatric sexual and morphologically defined agamospermous dandelion entities. The strength of the two main chapters of the thesis is the taxonomic or morphological recognition of the agamospermous material, often missing from other similar studies (e.g., van der Hulst et al. 2000, 2003). This is obviously thaks to the laudable collaboration with persons usually hidden under the acronyms of BT and RV in the text. The study is preceded by a brief introduction into the problems of the impact of agamospermy as opposed to that of sexuality, and followed by an attempt to generalize the position of agamospermous entities in the taxonomic hierarchy.
General remarks

The ambitious task stated at the beginning of the study involves the study of microevolutionary processes in Taraxacum. However, the whole study is focused on pattern recognition, from which inferences are made as regards the positive indication or exclusion of some processes that might have led to the given pattern. At least some basic approaches showing the changes of population genetic variation from generation to generation, estimation of progeny reproductive behaviour etc. ought to have been used in order to have a more reliable indication of processes. The methods used thus ought to have included experimental hybridization, in addition to the other methods. I would also recommend to add chromosome counting to the FCM in the cases where early hybrid progenies were suspected. 

Another general remark concerns the terminology used. For an independent reader it is quite confusing to read the term clone used in various contexts. In particular, the definition of "population of apomictic clone" is quite misleading. The statement that taxonomists use the term clone for a group of morphologically identical individuals is not correct. In the literature, even written by biosystematically oriented taxonomists, the agamospecies is never described as a "population of apomictic clone", and, many times, the agamospecies are described as uni-, oligo- or multiclonal. The sentence from the Abstract saying that (abbreviated) "populations of apomictic clones consist of clonal genotypes, clonal mates and clonal lineages" is not very informative. For the publications, I would suggest to use the term clone in the most frequent biological meaning, i.e., an organism B (or a group of organisms B) whose genetic information is identical with that of parental organism A. The term "population of apomictic clone" might simply be replaced with the term agamospecies.
Questions
1. Could you describe mechanisms of how bidirectional gene flow might operate in sexual/apomictic Taraxacum assemblages (see also p. 77 and a rather unclear paragraph on p. 87) ? There is also a statement requiring explanation on p. 89, in this context: "those apomictic clones that produce functional pollen may enter sexual process and thus expand the gene pool of original clone" - that would mean that the gene pool of the original clone is enriched in this process. Probably you intended to use the word spread or disseminate ?
2. In Chapter 4 (T. pudicum) you say "complex taxonomy due to combination of reproduction strategies". Is mere coexistence of reproduction strategies enough to cause the taxonomic complexity ? What are all the major causes of taxonomic complexity in Taraxacum ?

3. There is a minor discrepancy between the Czech and English abstracts in the possible limits of the term microspecies: in Czech you say "pokud se klon dokáže rozšířit na větší vzdálenosti", which is a stric limit similar to that used in Rubus, while in English, the wording is not so strict: "after successful spreading may become widespread". Do you intend to introduce the geographic limit system of Rubus in Taraxacum. If so, what to do with local endemics, such as Taraxacum alpestre?

4. Could you briefly explain the meaning of the application of F statistics for a selection of apomictic clones (Chapter 2, Table 1) ?
Minor comments:


The thesis quite substantially suffers from misprints. Among the most remarkable ones is the geopolitical inclusion of Lower Austria into the Czech Republis (p. 142: Czechia - Lower Austria). Also rather serious is the mistake in the caption to fig. 3, p. 42 (bootstrap values < 50 shown ...).
Conclusion
The PhD thesis submitted by Ľ. Majeský represents a good contribution to the knowledge of principal patterns of variation in Taraxacum. It clearly shows that the student has a good command of a range of biosystematical and genetic methods and that the student has a promising ability of scientific work. The acceptance of two papers in good journals also supports this conclusion. I therefore recommend the thesis for the defense, and, provided that the other requirements are met, for according Ľ. Majeský the degree of PhD.
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